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U-Compare is a TM platform built on top  of UIMA 

 

It enables interoperability by defining a common Type System. 
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U-Compare workflows 

Translated into 

Biocatalogue web services 

 

 Expose our solutions to the bioinformatics community 

 Alternative access mechanism to U-Compare workflows 

 Workflows are: 

• independent of programming languages or software libraries. 

• loosely-coupled components that can be reused in other 

      applications. 
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