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The Life Science Information 

• Life Sciences have emerged as a key domain in the Web of Data. 

 

• There is a big amount and diversity of semantic data and formats available 

by a variety of biological databases and Web technologies. 

SWAT4LS London 2011 



Linked Data Tools in the Life 

Sciences Domain 
• Bio2RDF project is a Semantic Web Application designed to solve 

problems of integration of data. 

 

 

• Linked Life Data is an integration platform that stores billions of RDF 

statements that can be queried by the endpoint provided by the 

application. It is a good trial to close the Linked Data technology and 

biologists. 
 

 



Bioqueries 

Bioqueries aim to help biological end-users to 

start using Linked Data 

•  A Web portal to design, share and execute SPARQL queries. 

  

• Community building as a way to approximate Linked Data to biological 

users. 

 

• Easy to use interfaces to take real advantages of SPARQL Endpoints that 

were designed to implement applications for the consumption and the 

reusability of Linked Data in the domain of the Life Sciences domain.   



The Bioqueries Portal 
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Community Building 

• To make easier the use of this application we have included a set of 116 

SPARQL queries as an initial seed for the community. 

 

• New SPARQL Endpoints can be added by the users. 

 

• The queries are classified manually into the following categories: 

Annotations, Biological process, Chemical compounds, Diseases, 

Enzimology, Gene expression, Genetic, Metabolism, Proteomic, Scientific 

texts and Taxonomy.   

 

 



• A Wiki-based portal developed extending Drupal with the execution of 

parameterized SPARQL queries. These queries are evaluated and the 

results of the execution of these queries are displayed hiding the RDF. 

The Bioqueries Portal 
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Registration 

TO FILL BY USER 

Welcome e-mail 

 

Usability test for 

evaluation 



Search Engine 

All information stored in 

Bioqueries 



Executing  Query 

• How to execute a SPARQL query 

This query displays information about all chemical reactions, enzymes and 

synonyms of enzymes, cofactors and URL from the Kegg database based on 

the metabolite introduced (e.j. Lysine). The numbers of results per page are 

100.  

 



Results 
• How the results are displayed: 
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• How to add a new Endpoint  

Introducing an Endpoint 

Name of Database 

Endpoint URL 



• How to add a SPARQL query 

Creating the Query 

SPARQL CODE 

Documentation 

 

TITLE 

Tag 

 

Database 

 



• How to edit a SPARQL query 

Editing  Query 



History of Revision 

• Queries can be improved by the 

community and changes can be known 



Conclusions 

• The main goal is the development of a tool to enable the 

building of an active community of biologists around the 

consume of Biological Linked Data. 

• This system is designed for two profiles: a bioinformatics 

profile to add new SPARQL queries and a biological 

profile to use them. 

• The system includes an administration module to build a 

group of administrators to organize, maintain and order 

the information stored in Bioqueries. 



• Including federated queries in such a way that users can 

query different biological Endpoints simultaneously. 

 

• Improving the user interface to make it more intuitive in 

the query design using Relfinder. 

 

• Automated classification of the queries based on classes 

and properties they use.  

Future and Present Works 



The group 
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